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Descrizione della propria ricerca: 
 
Multiple Myeloma (MM) is a plasma cells tumor. It can evolve from Monoclonal Gammopathy 

of Undetermined Significance (MGUS) directly or through Smouldering Multiple Myeloma 

(SMM). 

It’s possible that MGUS, SMM and MM patients have specific changes in their metabolite 

profiles due to altered plasma cells activity. Disease markers measured in clinical tests (i.e. 

blood count, dosage of serum Free-Light-Chain, IgH evaluation, hematic creatinine and 

calcium) help to detect patients with high-risk progression, with limited abilities in risk 

stratification. This project investigates the metabolite profiles across disease stages to identify 

new molecular biomarkers that could improve risk stratification in MGUS patients. The idea is 

to perform untargeted metabolomic analyses (Liquid Chromatography-Quadrupole Time of 

Flight Mass Spectrometry) of plasma from MGUS, SMM, MM patients and healthy individuals 

to detect specific metabolite patterns linked to these phenotypes. Since it’s a novel field of 
study, it’s difficult to predict the outcomes. Thus, before proceeding with a larger study, we’re 
performing a pilot study on a limited number of samples (from MGUS, MM, MGUS evolved in 

SMM/MM and healthy patients) to ensure that they can be used for these analyses and some 

metabolites can be identified. 

Blood samples were collected to build a biobank and a new database in REDCap was created 

to securely store the data. 

 Firmato il 27/09/2024 alle 17:49 
 da STEFANO LANDI 



 

 
 
 
 
 
 
 

Dipartimento di Medicina Molecolare e dello Sviluppo 

Via A. Moro, 2 – 53100 Siena (Italia) 

Tel. +39 0577/235466/235780/233104/233105 – http//www.unisi.it 

CF 80002070524 – P.IVA 00273530527 

BCMA (B cell maturation antigen) and GPRC5D (G protein-coupled receptor class C group 5 

member D) genes are known to encode receptors found in MM cells. They’re targets of MM 
therapies, but their biological mechanisms are unclear. We investigated the association 

between BCMA and GPRC5D and MM risk by analysing 8 SNPs covering their genetic variability. 

We performed genotyping analyses on 305 MM patients and 292 controls using TaqMan 

probes. The A allele of rs7976311 (GPRC5D) links to MM risk (OR=1.61, CI95% 1.08-2.44, 

p=0.020). Further analyses and validation are needed. 
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